SEQUENCE LISTING 



<110> Graham, Frank L. 
Parks, Robin J. 
Ng, Phillip 

<12 0> RECOMBINASE- BASED SYSTEM FOR CONSTRUCTION OF ADENOVIRUS VECTORS 

<130> ADVEC10CA 

<140> 

<141> 2001-07-18 

<150> US 09/263,650 
<151> 1999-03-05 

<160> 9 

<170> Microsoft Word 

<210> 1 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Linkers, 
primers , probes 

<400> 1 

gatccaataa cttcgtatag catacattat acgaagttat aagtactgaa ttcg 54 

<210> 2 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Linkers, 
primers, probes 

<400> 2 

gatccgaatt cagtacttat aacttcgtat aatgtatgct atacgaagtt attg 54 

<210> 3 
<2ll> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Linkers, 
primers, probes 

<400> 3 

aattccccgg gagatctaag cttgagctcg^ 30 

<210> 4 
<211> 30 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Linkers, 
primers, probes 



<400> 4 

tcgacgagct caagcttaga tctcccgggg 

<210> 5 
<211> 48 
<212> DNA 

<213> Artificial Sequence 



30 



<220> 

<223> Description of Artificial Sequence: Linkers, 
primers, probes 

<400> 5 

ctagcaataa cttcgtatag catacattat acgaagttat atcgatg 47 

<210> 6 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Linkers, 
primers , probes 

<400> 6 

ctagcatcga tataacttcg tataatgtat gctatacgaa gttattg 47 

<210> 7 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Linkers, 
primers, probes 

<400> 7 

tgacaataac ttcgtatagc atacattata cgaagttata tcgatg 46 

<210> 8 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Linkers, 
primers, probes 

<400> 8 

tcacatcgat ataacttcgt ataatgtatg ctatacgaag ttattg 46 



<210> 9 
<211> 14 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Linkers, 
primers, probes 

<400> 9 



ctagcttaat taag 



